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Nucleotide sequence of the entire envelope gene for the mutant HBsAg 
strain: 

ATGGGGCAGMTCTTTCCACCAGCAATCCTCTGGGATTCTTTCCCGACCACCAGTTGGAT 

CCAGCCTTCAGAGCAAACACCAACAATCCAGATTGGGACTTCAATCCCAACAAGGACAC 

CTGGCCAGACGCCAACAAGGTAGGAGCTGGAGCATTCGGACTGGGGTTCACCCCACCGC 

ACGGAGGCCTTTTGGGGTGGAGCCCTCAGGCTCAGGGCATAACACAAACCTTGCCAGCA 

AATCCGCCTCCTGCTTCCACCAATCGCCAGTCAGGAAGGCAGCCTACCCCGCTGTCTCCA 

CCTTTGAGAAACACTCATCCTCAAGCCATGCAGTGGAACTCCACAACTTTCCACCAAACT 

CTGCAAGATCCCAGAGTGAGAGGTCTGTATTTCCCTGCTGGTGGCTCCAGTTCAGGAACAG 

TAAACCCTGTTCCGACTACTGTCTCTCCCATATCGTCAATCTTCTCGAGGATTGGGGACC 

CTGCGCGGAACATGGAGAACATCACATCAGGATTCCTAGGACCCCTGCTCGTGTTACAG 

GCGGGGTTTTTCTTGTTGACAAGAATCCTCACAATACCGCAGAGTCTAGACTCGTGGTG 

GAC1TCTCTCMTTTTCTAGGGGGAACTACCGTGTGTCTTGGCCAAAATTCGCAGTCCC 

CAACCTCCAATCACTCACCAACCTCCTGTCCTCCAACTTGTCCTGGTTATCGCTGGATGT 

GTCTGCGGCGTTTTATCATCTTCCTCTTCATCCTGCTGCTATGCCTCATCTTCTTGTTGGT 

TCTTCTGGACTATCMGGTATGTTGCCCGTTTGTCCTCTAATTCCAGGATCTTCAACCAC 

CAGCACGGGACCATGCAGAGCCTGCACGACTCCTGCTCAAGGAACCTCTATGTATCCCT 

CCTGTTGCTGTACAAAACCTTCGGATGGAAACTGCACCTGTATTCCCATCCCATCATCCT 

GGGCTTTCGGAAM1TCCTATGGGAGTGGGCCTCAGCCCGTTTCTCCTGGCTCAGTTTAC 

TAGTGCCATTTGTTCAGTGGTTCGTAGGGCTnCCCCCACTGTTTGGCTTTCAGTTATATG 

GATGATGTTGTACTGGGGGCCMGTCTGTACACCATCTTGAGTCCCTTTTTACCGCTGTT 

ACCMTTTTCTTTTGTCTTTGGGTATACATTTAAACCCTAATAAA 

FIG.1 
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Amino acid sequence of the entire envelope gene for the mutant HBV strain: 

[preSl]MGQNLSTSNPLGFFPDHQLDPAFRANTNNPDDFNPNKDTWPDANKVGAGAFGL 
GFTPPHGGLLGWSPQAQG I TQTLPANPPPASTNRQSGRQPTPLSPPLRNTHPQA 



[ pr eS2] MQWNSTTFHQTLQDPRVRGL YFPAGGSSSGTVNPVPTTVSP I SS I FSR IGDPARN 

[S]M 1 ENITSGFLG 10 PLLVLQAGFF 20 LLTRILTIPQ 30 SLDSWWTSLN 40 FLGGTTVCLG 50 QNSQS 
PTSNH 60 SPTSCPPTCP 7Q GYf«LRRF 80 IIFLFI LLLC g() L I FLL VLLDYj 0Q QGMLPVCPL 1 1 1 Q PGS 
STTSTGP 120 CI^CTTPA(X5 130 TSMYPSCCCT 140 KPSDGNCTCI 150 PIPSSW^GK 160 FLWEWASA 
RF 170 SWLSLLVPFV 18Q (^VGLSPTV 190 WLSVMLY 200 WGPSLYIILS 210 PFLPLLPI^ 
WVYI. 

subtype ayw2, genotype D 

Three S substitutions found: 

1. ) Thr to Aia 123 (affects H166 epitope) 

2. ) Trp to Leu 199 (outside "a" determinant) 

3. ) Ser to Thr 207 (outside "a" determinant) 



FIG.2 
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Nucleotide sequence of the small envelope gene for wild type HBV ayw 2 

ATGGAGMCATCACATCAGGATTCCTAGGACCCCTGCTCGTGTTACAGGCGGGGTTTT 

TCTGGTTGACAAGAATCCTCACAATACCGCAGAGTCTAGACTCGTGGTGGACTTCTCTC 

MTTTTCTAGGGGGAACTACCGTGTGTCTTGGCCAAAATTCGCAGTCCCCAACCTCCAA 

TCACTCACCAACCTCCTGTCCTCCAACTTGTCCTGGTTATCGCTGGATGTGTCTGCGGC 

GTTTTATCATCTTCCTCTTCATCCTGCTGCTATGCCTCATCTTCTTGTTGGTTCTTCTGGA 

CTATCAAGGTATGTTGCCCGTTTGTCCTCTAATTCCAGGATCATCAACCACCAGCACGG 

GACCCTGCAGAACCTGCACGACTCCTGCTCAAGGAACCTCTATGTATCCCTCCTGTTGC 

TGTACAAAACCTTCGGATGGAAACTGCACCTGTATTCCCATCCCATCATCCTGGGCTTT 

CGGAAMTTCCTATGGGAGTGGGCCTCAGCCCGTTTCTCTTGGCTCAGTTTACTAGTGC 

CATTTGTTCAGTGGTTCGTAGGGCTTTCCCCCACTGTTTGGCTTTCAGTTATATGGATGA 

TGTGGTATTGGGGGCCMGTCTGTACAGCATCTTGAGTCCCTTTTTACCGCTGTTACCA 

ATTTTCTTTTGTCTTTGGGTATACATTTAA 

FIG. 3 
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Nucleotide sequence 492 to 675 encoding the "a" determinant for the mutant HBV strai 

T 4g2 AT CAA GGT ATG TTG CCC GTT TGT CCT CTA ATT CCA GGA TCT TCA ACC ACC AGC 
ACG GGA CCA TGC AGA G 561 CC TGC ACG ACT CCT GCT CAA GGA ACC TCT ATG TAT CCC TCC TGT 
TGC TGT ACA AAA CCT TCG GAT GGA AAC TGC ACC TGT ATT CCC ATC CCA TCA TCC TGG GCT 
TTC GGA AAA K7 c 



FIG.5 
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Amino acid sequence of the "a" determinant for the mutant HBV strain: 



Y 1 00 QGMLPVCPL 1 1 1 0 PGSSTTSTGP 1 2() CR£CTTPAQG ] 3Q TSMYPSCCCT 1 4Q 
KPSDGNCTC I 1 50 P I PSSWAFGK 1 6Q 



FIG.6 



